Vitis vinifera (-)-α-terpineol synthase AAS79352
Arabidopsis thaliana β-caryophyllene/α-humulene synthase AAO85539
Cucumis sativus (E,E)-α-farnesene synthase Q66PX9
S. austrocaledonicum sesquiterpene synthase E3W207
S. album sesquiterpene synthase ACF24768
S. spicatum sesquiterpene synthase E3W208
A. thaliana S-(+)-linalool synthase Q84UV0
Antirrhinum majus nerolidol/linalool synthase 1 ABR24417
V. vinifera (3S)-linalool/(E)-nerolidol synthase ADR74212
Camellia sinensis (E)-nerolidol synthase KY033151
Pinus abies (E)-α-bisabolene synthase Q675L6
Abies grandis (E)-α-bisabolene synthase AAC24192
P. taeda α-farnesene synthase Q84KL5
P. abies (-)-linalool synthase Q675L2

P. taeda (-)-α-terpineol synthase Q84KL4
Solanum lycopersicum copalyl diphosphate synthase BAA84918
Oryza sativa ent-copalyl diphosphate synthase 1 Q6ET36
S. lycopersicum ent-kaurene synthase AEP82778
O. sativa kaurene synthase 1 Q0JA82
S. habrochaites santalene and bergamotene synthase ACJ38409
Clarkia breweri linalool synthase 2 AAD19840
V. vinifera P(E)-nerolidol/(E,E)-geranyl linalool synthase NP001268004
Actinidia deliciosa terpene synthase ACO40485 The prediction cTP/no cTP is based solely on this score. cTP, chloroplast transit peptide. CS-score is the MEME scoring matrix score for the suggested cleavage site. 
Reverse-5′-TCAGCAACTCGGAAAAGACTCAAT-3′
SaTPS2 ORF Forward-5′-ATGGATTCAGCCACCCTAAAGGTTC-3′
Reverse-5′-TCAGTTTAAGACTCGTCGTCAACT-3′
SaTPS3 ORF Forward-5′-ATGGAGTCTTTTGTTTTTCTGAAGT-3′
Reverse-5′-ATTCAGTCTTCATCGAGTGGGATT-3′
pSAT6-EYFP-N1:
SaTPS1
Forward-5′-CGCGTCGACGGATGGCTTTTGGTGCTATTCCTAG-3′
Reverse-5′-CGCGGATCCCGCAACTCGGAAAAGACTCAAT-3′
SaTPS2
Forward-5′-CCGCTCGAGCATGGATTCAGCCACCCTAAAGGTTC-3′
Reverse-5′-CGCGGATCCCAGACTCGTCGTCAACTGAAATCGGA-3′
SaTPS3
Forward-5′-GGGAAGCTTCATGGAGTCTTTTGTTTTTCT-3′
Reverse-5′-GCGGTCGACTGTCTTCATCGAGTGGGATTG-3′ pET28a: SaTPS1 Forward-5′-GAGGGATCCATGGTCCGGAGATCCGCCAACTA-3′
Reverse-5′-GAGGCGGCCGCAACTCGGAAAAGACTCAAT-3′ pET28a: SaTPS2 Forward-5′-GAGGGATCCATGGATTCAGCCACCCTAAAGGTTC-3′
Reverse-5′-GAGGCGGCCGCTTAAGACTCGTCGTCAACTGAAATC-3′ pET28a: SaTPS3 Forward-5′-GCGTCGACAAATGGAGTCTTTTGTTTTTCTG-3′
Reverse-5′-GAGCTCGAGTCAGTCTTCATCGAGTGGGATTG-3′
SaTPS1 QRT Forward-5′-CTTACCTGGTAGAGGCAAAGTG-3′
Reverse-5′-CCAGAATCAGTGGAGCAGATATT-3′
SaTPS2 QRT Forward-5′-CGAGGGTGCACTGGATAAA-3′
Reverse-5′-CGTCCGAAGAGGTTGCTAAA-3′
SaTPS3 QRT Forward-5′-AAGCCGAGAATGGAGGAATAC-3′
Reverse-5′-GTCTACCGTTTCCTTGCTTAGA-3′
SaSSY QRT Forward-5′-CCTTCCTGATCTTCTGCACTAC-3′
Reverse-5′-ATTATCGCCTCTTGCCATCTC-3′
SaActin QRT Forward-5′-GTCACACGGTGCCAATCTAT-3′
Reverse-5′-TACCCTCTCTCAGTCAGAATCTT-3′ 
